Molecular identification of twelve medicinal plants of Huperziaceae.
Twelve species of Huperziaceae have been identified for resolving the resource depletion of Huperziaceae plants. The chloroplast genes rbcL, rpL16, and psbA-trnH intergenic spacers were used in this study. Identification of different species of Huperziaceae is possible by analyzing the information obtained from rbcL, rpL16, and psbA-trnH intergenic spacer sequences. The result also can provide information with regard to the use of plant tissue culture and cuttage propagation to solve the problem of the resource depletion of these plants.